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Table 1 List of subjects”basic information
HCG HWQXG MSCG MSWQXG
() 48.20 £1.68  48.31 +1.23 48.00 £1.43 48.60 £2.56
(em) 174.09 £5.91 173.32 +5.39 172.80 +6.69 173.02 £4.25
(kg) 72.08 £5.81 72.76 £4.91 78.34 +7.67 79.12 £5.82
( mmHg) 115.38 £5.67 116.69 £3.27 148.78 £10.27" 148.00 +10. 36"
( mmHg) 75.64 £4.91  74.21 £5.31 94.27 +6.11° 95.87 +5.76"
BMI( kg/m’) 23.30+1.82  23.76 +1.42 28.70 £2.45" 28.13 +2.19°
HCG.HWQXG "P<0.05 **P<0.01.
1 o HCG. HWQXG  MSWOQXG
HWQXG MSCG.MSWQXG 2 4 .6
N (P<0.05); HCG 1
HWQXG WMSCG  MSWQXG 5 mlo 5.0¢g
1.2 30 min 3 000 r/min 15 min
1.2.1 HCG  MSCG -70 C o
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MSWQXG 07 00~08 00 N N
3 40 ~50 min N o . N
5 ~ 10 min 1h 1 N S . S N N
6 6 o . o
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65% BA) o
3 o
70% ° . ( fasting blood glucose
2017 5 10 & FBG) ; ( fasting in—
N sulin FINS) . - 1( glucagon — like
peptide -1 GLP - 1) - 2( gluca—
gon — like peptide -2 GLP -2)
o ; ( lipopolysaccharide LPS)
1.2.2 HCG. MSCG. o



( insulin resistance index HOMA - IR) = 1 O—
2 = LR

FBG x FINS/22.5 ~ . . —e BER
- e = RE
- KR R
= BT
-t JHERE
— W
— TRER
— < DU/ KR
=i «HOMA-IR

o
10

o

1.2.4 SPSS 19.0 4
* 2
B = —
——— _.oB-_-——-——-s-— -
P <0.05 P <0.01.
0
FH 2 A Lz 6 A
Pearson o 3 HWOXG
2 HOMA - 1R
Graph 3 Changing trend chart about intestinal flora and
2.1 HCG-HWQXG.MSCG  MSWQXG HOMA - IR of HWQXG subjects
30 == LPS/100
12 T A
—O— R 25 :;-_:
10 o— - HFE - %= GLP-1
=96 = R —6—GLP2
20 === FBG
8 ‘%@m - X KIS K A
O BT =8 «HOMA-R
e ——- - - - —_———— + 15
6| eEememememm—m—m—m—————— —t [EERE
o - e — iR
— 10
4 - o - g
5 T~ c=Xemooosemacs X
2 B-———&-———8-—-—0 e —E sy
G = e O = — O —— —0 B — = = .
0
o A N
FHN oM oA A ik S LE B I
1 HCG HOMA - 1R 4 HWQXG
HOMA - IR
Graph 1 Changing trend chart about intestinal flora and Graph 4 Changing trend chart about intestinal floras me—
HOMA - 1R of HCG subjects tabolites and HOMA - IR of HWQXG subjects
® == LPS/100 10 ) " ” x —— ST
———e —0=A 9 = BT
" [ i ~\~-~~l ——rA O — e T
[ p—————o e T e
- %=L 7 = —— = - = KIS
——GLP-2 - JDN—
15 === FBG 8 -0 R
— FINS 5 T S -
=8 =HOMA-R
10 4 Br-——8-—-—F—-—"
— e e 3
s, N F S}
2
5 - XK= ———x
1 G ———— — — ——— — — &
F=———fl— — — 8§ — — —[ 0
0 FHHT 24N A A 6 H
F-HRT 24MH aMA 6~H
5 MSCG HOMA - 1R
2 HCG . . .
Graph 5 Changing trend chart about intestinal flora and
HOMA - 1R

HOMA - 1R of MSCG subjects
Graph 2 Changing trend chart about intestinal floras me-

tabolites and HOMA - IR of HCG subjects

83



2019 ( 45 ) 3

18
=== LPS/100

1 -
w |  mTITEEESTmT TS e
- %=Glp1
12 —6—GLP2
—+=FBG
10 — -FINS
—8 -HOMA-R
8
6 E.—i--_ﬁ.___-fﬁ-___;
4 Bm — = = —fl = — — — & — — — —[]
2 o o
0
T 22N A 6™ A
6 MSCG
HOMA - 1R

Graph 6 Changing trend chart about intestinal floras me—
tabolites and HOMA - IR of MSCG subjects

10 —— BUFT

—— FURRATH
e ST
-6 = B

- ¥ KRA KB
—o— AT

I 2N A A 6 A

7 MSWQXG HOMA - 1R

Graph 7 Changing trend chart about intestinal flora and
HOMA - IR of MSWQXG subjects

25
20

15

10 -—_

i e
s e
(] \/
TR 24MNA PNzl e
8 MSWOQXG
HOMA - 1R

Graph 8 Changing trend chart about intestinal floras me—
tabolites and HOMA - IR of MSWQXG subjects
: :CFU/g LPS: Eu/L
>mmol/L GLP -1 GLP —2: pmol/L FBG: mmol/
L FINS: wIU/ml,

HCG.HWOQXG
MSCG.MSWQXG

84

(P<0.05) .

(P <0.05) . N /
(P<0.05) \AA\PA.BA( P <0.05) .GLP - 1
(P <0.05) .GLP —2( P <0.05)

(P<0.05) . . . . N
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1 8o

2.2 MSCG MSWOQXG
2 MSCG MSWQXG
Table 2 List of testing results of MSCG and MSWQXG

subjects

MSCG MSWQXG
(CFU/g) 7.08+0.82 9.04+0.4144
(CFU/g) 6.08 £0.21  7.61£0.51*
(CFU/g) 7.64 £0.43 8.01+0.24
(CFU/g) 7.05+0.29  7.99 +0.224
(CFU/g)  9.32£0.29  7.65+0.36%
(CFU/g) 5.43 +0.34 5.09 +0.49
(CFU/g) 7.38 £0.36 6.83 +0.25
(CFU/g) 8.09+0.34  6.30£0.48%
(CFU/g) 7.71 0. 82 6.86 +0.81
/ 0.76 £0.12  1.21 +0.16%*
LPS( Eu/L) 188.62 +£13.25 155.09 +8.2444
AA( mmol /L) 6.46 £1.11  8.04 £2.074
PA( mmol /L) 3.33£0.94  4.46 £0.66%
BA( mmol /L) 3.05+1.08  4.15+0.96%
GLP - 1( pmol /L) 15.64 £1.82  19.24 +1.3744
GLP —2( pmol /L) 13.68 £1.04 17.69 +0.9444
FBG( mmol /L) 5.88+1.24  4.34x1.36*
FINS( U /ml) 14.76 £3.20 9.56 £3.6344
HOMA - IR 3.86£1.18  2.04 +1.2244
MSCG 4P <0.05 4P <
0.01.
2 MSCG
MSWQXG (P <0.01) .
(P <0.05) . . (P <0.05) . /
(P<0.01) \AA(P <0.05) .PA(P <



0.05) .BA( P <0.05) .GLP —1( P <0.01) .GLP -2
(P<0.01) (P<0.05) .
(P <0.05) .LPS( P <0.01) .FBG( P <0.05) .FINS
(P <0.01) .HOMA - IR( P <0.01) .
3 MSCG  MSWQXG
HOMA - IR (r: )

Table 3  List of correlation between intestinal flora and
HOMA - IR of MSCG and MSWQXG subjects
MSCG MSWQXG
-0.87* -0.85*
-0.83* —-0.84%
-0.53 -0.55
-0.64 -0.62
0.84* 0.86*
0.56 0.53
0.61 0.64
0.79%* 0.77*
0.71 0.73
/ -0.85% -0.87*
LPS 0.83* 0.85*
AA -0.65 -0.61
PA -0.67 -0.64
BA -0.75% -0.77*
*:P<0.05
MSCG MSWQXG (P <
0.05) . (P <0.05) . . .
/ (P <0.05) .AA.PA.BA( P <0.05)
HOMA - IR (P <
0.05) . N N (P<0.05) .
WLPS( P <0.05) HOMA - IR
MSCG HOMA - IR
MSWQXG HOMA - 1R
3
3.1 MS
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(7228) 1480 - 484.

ulation of tight junction barrier function by outer membrane pro—
teins of enteropathogenic escherichia coli: role of F — actin and

junctional adhesion molecule — 1 ] Cell Biol Int 2007 31

Objective: To find the key intestinal flora correlated with the development of middle — aged mens metabolic
syndrome and discuss the microbiological mechanism of the intervention of Wuqinxi on middle — aged men%s
metabolic syndrome. Methods: Sixty participants were randomly divided into four groups: health control group
health Wuqinxi group metabolic syndrome control group and metabolic syndrome Wuginxi group. Health con—
trol group and metabolic syndrome control group remained their normal lifestyle and no intervention was applied
whereas health Wugqinxi group and metabolic syndrome Wugqinxi group received Wugqinxi interventional training
for 6 months. Intestinal flora lipopolysaccharide short — chain fatty acid glucagon — like peptide —1  gluca—
gon — like peptide —2 fasting blood glucose fasting insulin insulin resistance index of participants from four
groups were assessed at four time points: one day before two— four — and six — month after Wuqinxi inter—
ventional training. Results: The quantities of bifidobacteria lactobacilli  bifidobacteria/scherichia coli and
bacteria producing short — chain fatty acid were significantly decreased and they were negatively correlated with
insulin resistance index. The quantities of escherichia coli staphylococcus and lipopolysaccharide were signifi—
cantly increased and they were positively correlated with insulin resistance index. The intestinal flora and its
metabolites of middle — aged men who were healthy or patients with metabolic syndrome could be significantly
optimized and the time — dose effect was also evident after Wugqinxi interventional training. Conclusion: It may
be an important microbiological mechanism for improving middle — aged men% metabolic syndrome that the in—
testinal flora lipopolysaccharide short — chain fatty acid glucagon — like peptide — 1 and glucagon - like pep—
tide —2 could be optimized after Wuqinxi interventional training.

Key words: Wuginxi; middle — aged men; metabolic syndrome; intestinal flora
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