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Research Progress on the Interaction between Intestinal Flora and Mitochondria

during Endurance Exercise
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Abstract: Studies on the interaction between intestinal flora and mitochondria have attracted the attention of
researchers. Mitochondria” s crucial role in energy production ROS production and inflammation regulation
determines its core position during endurance exercise; Intestinal flora plays a significant role in regulating energy
metabolism oxidative stress inflammatory response intestinal mucosal barrier et al. Intestinal flora and its
metabolites such as SCFAs secondary bile acids H2S and NO can directly or indirectly participate in the
regulation of mitochondrial energy production ROS production and immune inflammation through transcriptional co—
activators and transcription factors such as PGC—1A SIRT1 and AMPK; Mitochondria can affect intestinal flora by
regulating intestinal barrier function and mucosal immune response and the genetic variants of mitochondrial genome
can also affect intestinal flora. Therefore the study on endurance athlete’ s interaction between intestinal flora and
mitochondria is of positive significance for targeting intestinal flora to regulate mitochondrial function and then to
manage endurance athlete’ s competitive sports performance and health.
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